SEQUENCE LISTING 

;i) GENERAL INFORMATION 

{1} APPLICANT: BLOOM, F. 

KUO , JONATHAN 1 ! 
LIN , JKY-JHU 
MA, JIN 

(ii) TITLE OF THE INVENTION: METHOD FOR INCREASING VIA3IL: 
AND TRANSFORMATION EFFICIENCY OF BACTERIA DURING 
STORAGE AT LOW TEMPERATURES 

{iii; NUMBER OF SEQUENCES : 17 



;iv) CORRESPONDENCE ADDRESS : 

( A } ADD ?.ZSSZZ: Howr ey Sc S imc n 

(3} STREET: 1299 Pennsylvania Avenue, N 

(C) CITY: Washington 

(D) STATE : DC 
{E; COUNTRY: USA 
(F) IIP: 20034-2402 



(v) COMPUTER READABLE FCRv : 
(A; MEDIUM TYPE : Diskette 
(3' COMPUTER: IBM Corr.patible 

(C) OPERATING SYSTEM: DOS 

(D) SOFTWARE: FastSEQ for Windows Version 2. 



(vi; CURRENT APPLICATION DATA 
(A) APPLICATION NUMBER: 



APPLICATION NUMBER: U.: 
3 ' F I L ING DATE : 2 9 -MAR- 1 9 : 



(A; APPLICATION NUMBER: U.S. Ser . No. 36. 



nform; 



"2 tr - — c 



f C ' 




CO TELEX: 



{2} INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 2 5 base pairs 
(3) TYPE: nucleic acid 

(C) STPANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

CGACTCACTA TAGGGAACTG ATCCT 

(2: INFORMATION FOR SEQ ID NC : 2 : 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 25 base pairs 
(3) TYPE: nuclei r acid 

(C) STRA2IDEDI IE S3 : single 

(D) TjPCLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NC : 2 : 
GATTTAGGTG ACACTATAGr^ GATcC 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH : 2 2 base pairs 
(3) TYPE- nucleic acid 



(xi) SEQUENCE DESCRIPTION: SEQ ID NC : 3 : 
OCACATATCC GGC-TTTTTCG CTG 



(A.; L— NG - n : ~j case pairs 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NC : 4 

GAGGTTGGCA GGTTGTATGG AGT 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 
{A} LENGTH: 23 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY, linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID MC : 5 

TATGGAGCAG GCAATCGCTG ATG 

{2; INFCrOiATION FOR SEQ ID NO : z : 

( i ) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 2 3 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

( D ) TOPOLOGY, linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 
CGTGAAGTGT TO 3GCGACAA GAG 

"IFO^-." "Y; FOR SEC II NO : 7 : 



(i) SEQUENCE CHARACTERISTIC: 
(A) LENGTH: 2 3 base pairs 
(3) TYPE: nucleic acid 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 
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(xi} SEQUENCE DESCRIPTION: SEQ II NC : 3 : 

GGTTACGGTG CGTTGGCAGG ATT 2 3 

(2) INFORMATION FOR SEQ ID NO : 9 : 

{ i ) SEQUENCE CHARACTERISTICS : 
(A) LENGTH: 2 2 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNES3 : single 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 
TATCAACGCC ACGCATCGCC ATC 2 3 

{2} INFORMATION FOR SEQ ID NO : 1 2 : 



(i) SEQUENCE CHARACTERISTIC: 
(A) LENGTH: 2 2 base pairs 
(3) TYPE: nucleic acid 

(C) STRANDEDNES3 : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRI? 1 

p. C ^ C C \T AC A AC 0 T G C C AA.C C T C 2 3 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 17 base pairs 



(C) 



(xi) SI 



;?OLOG3 



1 S~CUEN< 
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TTATGCATTC CTTTCTATGG AGCAGGCAAT CGCTGATGCG GGCCTCTCTC CGGAAGCTTA 13 2 0 

CCAGAATAAC CC3CGCGTTG GC 2TGATTGC AGGCC2CGG3 GGCGGCTCC2 CGCGTTTC2A 13 80 

GGCGCTC3GC GCTGACGCAA. TGCGC3GC3C GCGCG3C3C3 AAAGCGGTTG GC2 OGTA.TGT 14 4 0 

GGTCA.CCAAA GCGATGGCAT CCGGCGTTTC TGCOTGCOCC GCCACC2 2GT TTAAAATTCA 15 0 0 

TGGC3TTAA.C TACTCCATCA GCTCCGC3TG CGCGA.CTTC 3 GCACACTGTA TCGGTAACGC 15 5 0 

AGCAGAGCAG ATCCAACTGG GGAAAGAGGA CAC23CGCCC 3CCGGCGGC 3 GC3AAGAGCT 152 0 

GTGCT3GGAA ATGGGTTGGG AATTCGACGC AACGGGCGC3 CCGTCTACTA AATACAACGA 163 0 

CACCC2GGAA AAAGC2TCC2 GTACTTACGA CGCCCAC2GC GACGGTTTCG TTATCGCTGG 17 40 

CGGCGGCGGT ATGGCAGTGG TTGAAGAGCT GGAA3AC3C3 2TGGCGC GTG GTGCTCACAT 13 0 0 

CTATGCTGAA AT3GTTGGCT ACGGCGCAAC CTCTGACGGC GCAGACATGG TTGGTG 3GTC 13 6 0 

TGGCGAAGGC GCAGTACGCT GGATGAAGAT GGCGACGCAT GGCGTTGATA CCCCAATCGA 192 0 

TTAC2TGAAC TG33A2GGTA CGTCGACCC3 3GTTGGC3A3 3C3AAA3AG3 TGGCAGCTAT 1930 

G2GTGAAGTG TTG3GGGATA AGAGGCGGGG GACCCCCGCA AG 3 AAA 3G 2 A TGAG3GGTGA 2 04 0 

:TGGGC GGTGGTGGGG TAGAGGAAGG TATCCACCCT 3C3CTGATGC TGGAAGAGGG 2100 

C3 3AGGAIGA AGATTGAAGA GCC3GAC3A3 CA3GCC3C3G GT2TGAAGA2 215 0 

GjA.TC ■ j'—^AAGT'jtA. „ _A' — jTTA _ ^ . AACA/jCT TC j'j'- . T 1 ^ j'j 

GG OACc? _T ; ^'-r T .-_-*. T f _7 r ■ ^ ,r.-_-_-„ _ _ TT'_ 3 _ A - TA. : _r — - — j'-j.-.'-j _ ~ 9 L 

ag::t23GA2 :23acgita: 32Gg:aa7g: 3GC2TC33GC AGTAAGGGAA 2340 

GA.TGGTTC0 3 ICTTTCA.CAI 3ATTGA3AAT CGC3 3C3.AGT TC 2A.GGCA-AA. 240C 

TGTCGATTTC CCCCTGAAAA 3A23CAC3CG TTAAAT23TG GGAA2GGAG3 2460 

GTAAG22GGA AA3 3AGAGAG ATGAGACGGG GA.TA3T Z 2T2 GCCTTGC 3CT GGATTGTGGA 252 0 

Z C AA.C 3 2 A G 3 AG G 3 2 GGT AA. 3 3 2 AAA. 0 2 3A. AA. 2 A 3 3A - 2 _ . G 2 G GG C AA.C TTi T 0 GG T i T - ^ 3 C 

TTCCG2AI 3G GGGGGG3G3G GGGGG2GGGA 2 3CA3AC3A2 G3GGAGG3GG GG33GGGGGG 2640 

{2} IN?2RMATI3>I FOR 332 2G NO: 15: 

(i) SEQCENCE CHARACTERISTICS: 
(A) LENGTH: 21 base pairs 
(3) TYPE: nucleic ani 
(G) STRAN0EDNES3 : single 
( D } T2PC1CGY: linear 



(xi) SEQUENCE DESCRIPTION: SE2 13 N*C 

- A--—- 1 - _ 1 ^ — "j _ - : w — - A.-^r-J - 

(2: INFOROiArCOM FOR SE; 12 NO: 15: 




S - 2G z.MG z. C HA.EA.CC _ S'. 12 3 : 
A) LENGTH: 20 case pairs 
,3; TYPE: nucleic acid 

' G ) TCP'OIOGY: linear 
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(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 129 base pairs 
(3) TYPE: nucleic acid 
(C) STRAND EDNESS : single 
{D ) TOPOLOGY: linear 

Cii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

CTCTCTGGGC GCTGCTGGCG TACAGGAAGC TATCTACTCT CTGCTGATGC TGGAACACGG 
CTTTATCGCC CCGAGCATCA ACATTGAAGA GCTGGA.CGAG CAGGCTGCGG GTCTGAA.CAT 
CGTGACCGA 
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